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Sweeps & hitchhikers

Maynard Smith & Haigh 1974, Kaplan et al. 1989
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e.g., HIV drug resistance
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Recombination

Maynard Smith & Haigh 1974 Gen. Res., Kaplan et al. 1989 Genetics
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Genetic signatures

Maynard Smith & Haigh 1974 Gen. Res., Braverman et al. 1995 Genetics
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e.g., Malaria drug resistance

data from Nair et al. 2003 MBE
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e.g., Drosophila insecticide resistance

Sedghifar et al. 2016 Genetics
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Very severe stress

population decline

Frevert et al. 2005 PLoS Biol., Margaret Shear
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Evolutionary rescue

Gomulkiewicz & Holt 1995 Evolution
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What genetic signatures does evolutionary rescue allow?
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Dynamics | rescue

d = 0.05, s = 0.2
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Dynamics | rescue
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The coalescent | rescue

d = 0.05, N(0) = 104
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The coalescent | rescue
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